
Bibliography

1. H.I. Abrash, C.M. Gulberg, Studies concerning affinity. J. Chem. Ed. 
63,1044-1047 (1986)

2. R.M. Anderson, R.M. May, Infectious Diseases of Humans: Dynamics 
and Control (Oxford University Press, Oxford, 1991)

3. C.R.M. Bangham, The immune response to HTLV-I. Curr. Opin. 
Immunol. 12, 397-402 (2000)

4. C.R.M. Bangham, S.E. Hall, K.J.M. Jeffery, A.M. Vine, A. Witkover, 
M.A. Nowak, K. Usuku, M. Osarne, Genetic control and dynamics of the 
cellular immune response to the human T-cell leukemia virus, HTLV-I. 
Philos. Trans. R. Soc. Lond. В Biol. Sci. 354, 691-700 (1999)

5. M. Begon, J.L. Harper, C.R. Townsend, Ecology: Individuals, Popula
tions, and Communities, 3rd edn. (Blackwell Science, Cambridge, 1996)

6. M. Begon, M. Bennett, R.G. Bowers, N.P. French, S.M. Hazel, J. Turner, 
A clarification of transmission terms in host-microparasite models: num
bers, densities and areas. Epidemiol. Infect. 129, 147-153 (2002)

7. F. Brauer, C. Castillo-Chavez, Mathematical Models in Population Biol
ogy and Epidemiology (Springer, New York, 2001)

8. S. Busenberg, K.L. Cooke, Vertically Transmitted Diseases, Biomathe
matics, voi. 23 (Springer, Berlin, 1993)

9. G.J. Butler, P. Waltman, Persistence in dynamical systems. Proc. Am. 
Math. Soc. 96, 425-430 (1986)

10. A.J. Cann, I.S.Y. Chen, Human T-cell leukemia virus types I and II, in 
Fields Virology, 3rd edn., ed. by B.N. Fieds, D.M. Knipe, P.M. Howley, 
et al. (Lippincott-Raven Publishers, Philadelphia, 1996), pp. 1849-1880

11. E.A. Coddington, N. Levinson, Theory of Ordinary Differential Equa
tions (McGraw-Hill Education, New York, 1985)

12. R. de Boer, M.Y. Li, Density dependence in disease incidence and its 
impacts on transmission dynamics. Can. Appi. Math. Q. 19, 195-218 
(2011)

© Springer International Publishing AG 2018 151
M. Y. Li, An Introduction to Mathematical Modeling
of Infectious Diseases, Mathematics of Planet Earth 2,
https://doi.org/10.1007/978-3-319-72122-4

https://doi.org/10.1007/978-3-319-72122-4


152 Bibliography

13. M.C.M. de Jong, O. Diekmann, H. Heesterbeek, How does transmis
sion of infection depend on population size? in Epidemic Models: Their 
Structure and Relation to Data, ed. by D. Mollison, Publications of the 
Newton Institute, voi. 5 (Cambridge University, Cambridge, 1995), pp. 
84-94

14. O. Diekmann, J.A.P. Heesterbeek, Mathematical Epidemiology of Infec
tious Diseases (Wiley, New York, 2000)

15. O. Diekmann, J.A.P. Heesterbeek, J.A.J. Metz, On the definition and 
computation of the basic reproduction ratio Rq in models for infec
tious diseases in heterogeneous populations. J. Math. Biol. 28, 365-382
(1990)

16. J. Dushoff, W. Huang, C. Castillo-Chávez, Backwards bifurcations and 
catastrophe in simple models of fatal diseases. J. Math. Biol. 36, 227
248 (1998)

17. H.I. Freedman, M.X. Tang, S.G. Ruan, Uniform persistence and flows 
near a closed positively invariant set. J. Dyn. Differ. Equ. 6, 583-600
(1994)

18. L.Q. Gao, H.W. Hethcote, Disease transmission models with density 
dependent demographics. J. Math. Biol. 30, 717-731 (1992)

19. H. Gomez-Acevedo, M.Y. Li, Backward bifurcation in a model for HTĽV- 
I infection of CD4+ T cells. Bull. Math. Biol. 67, 101-114 (2005)

20. H. Gomez-Acevedo, M.Y. Li, S. Jacobson, Multi-stability in a model for 
CTL response to HTLV-I infection and its implications to HAM/TSP 
development and prevention. Bull. Math. Biol. 72, 681-696 (2010)

21. C. Grant, K. Barmak, T. Alefantis, J. Yao, S. Jacobson, B. Wigdahl, 
Human T cell leukemia virus type I and neurologic disease: Events in 
bone marrow, peripheral blood, and central nervous system during nor
mal immune surveillance and neuroinflammation. J. Cellular Phys. 190, 
133~159 (2002)

22. D. Greenhalgh, O. Diekmann, M.C.M. de Jong, Subcriticai endemic 
steady states in mathematical models for animal infections with incom
plete immunity. Math. Biosci. 165, 1-25 (2000)

23. K.P. Hadeler, P. van den Driessche, Backward bifurcation in epidemic 
control. Math. Biosci. 146, 15-35 (1997)

24. J.K. Hale, Ordinary Differential Equations (Dover Publications, New 
York, 2009)

25. P. Hartman, Ordinary Differential Equations, Classics in Applied Mathe
matics, Society for Industrial and Applied Mathematics, 2nd edn. (2002)

26. J.A.P. Heesterbeek, The law of mass-action in epidemiology: a historical 
perspective, in Ecological Paradigms Lost: Routes of Theory Change, 
ed. by B.E. Beisner, (Elsevier Academic Press, Amsterdam, 2005), pp. 
81-104

27. H.W. Hethcote, The mathematics of infectious diseases. SIAM Rev. 42, 
599-65З (2000)



Bibliography 153

28. M.W. Hirsch, Systems of differential equations which are competitive or 
cooperative IV: structural stability in three dimensional systems. SIAM 
J. Math. Anal. 21, 1225-1234 (1990)

29. J. Hofbauer, J. So, Uniform persistence and repellere for maps. Proc. 
Am. Math. Soc. 107, 1137-1142 (1989)

30. C.S. Holling, Some characteristics of simple types of predation and par
asitism. Can. Entomol. 91, 385-398 (1959)

31. H. Hoshino, H. Esumi, M. Miwa, M. Shimoyama, K. Minato, К. Tobinai 
et ah, Establishment and characterization of 10 cell lines derived from 
patients with adult T-cell leukemia. Proc. Nat. Acad. Sci. USA 80, 
6061-6065 (1983)

32. M. lannelli, Mathematical Theory of Age-Structured Population Dynam
ics, Appi. Math. Monogr. C.N.R., voi. 7, Giardini Editori e Stampatori, 
Pisa (1995)

33. H. Inaba, Threshold and stability results for an age-structured epidemic 
model. J. Math. Biol. 28, 411-434 (i99°)

34. A. Korobeinikov, P.K. Maini, A Lyapunov function and global proper
ties for SIR and SEIR epidemiological models with nonlinear incidence. 
Math. Biosci. Eng. 1, 57-60 (2004)

35. C.M. Kribs-Zaleta, J. Velasco-Hernández, A simple vaccination model 
with multiple endemic states. Math. Biosci. 164, 183-201 (2000)

36. A. Lajmanovich, J.A. Yorke, A deterministic model for gonorrhea in a 
nonhomogeneous population. Math. Biosci 28, 221-236 (1976)

37. J. Lang, M.Y. Li, Stable and transient periodic oscillations in a math
ematical model for CTL response to HTLV-I infection. J. Math. Biol. 
65, 181-199 (2012)

38. J.P. LaSalle, The Stability of Dynamical Systems. Regional Conference 
Series in Applied Mathematics (SIAM, Philadelphia, 1976)

39. M.Y. Li, A. Lim, Modelling the role of tax expression in HTLV-I persis
tence in vivo. Bull. Math. Biol. 73, 3008-3029 (2011)

40. Y. Li, J.S. Muldowney, On Bendixson’s criterion. J. Differ. Equ. 106,
27-39 (1994) T ^

41. E.W. Lund, Guldberg and Waage and the law of mass action. J. Chem.
Ed. 42, 548-550 (1965) .

42. G. MacDonald, The Epidemiology and Control of Malaria (Oxford Uni
versity Press, London, 1957)

43. M. Martcheva, H.R. Thieme, Progression age enhanced backward bifur
cation in an epidemic model with super-infection. J. Math. Biol. 46, 
385-424 (2003)

44. L. Michaelis, M.L. Menten, Die kinetik der invertmwirkung. Biochem. Z
49, ЗЗЗ-369 (1913) ,

45. J. Monod, The growth of bacterial cultures. Ann. Rev. Microbiol. 3,
371-394 (1949) r

46. F. Mortreux, A.-S. Gäbet, E. Wattel, Molecular and cellular aspects of 
HTLV-I associated leukemogenesis in vivo. Leukemia 17, 26-38 (2003)



154 Bibliography

47. J.S. Muldowney, Compound matrices and ordinary differential equa
tions. Rocky Mountain J. Math. 20, 857-872 (1990)

48. J.D. Murray, Mathematical Biology: I. An Introduction, 3rd edn. 
(Springer, New York, 2002)

49. M.A. Nowak, R. May, Virus Dynamics: Mathematical Principles of 
Immunology and Virology (Oxford University Press, Oxford, 2001)

50. P.W. Nelson, J.D. Murray, A.S. Perelson, A model of HIV-i pathogenesis 
that includes an intracellular delay. Math. Biosci. 163, 201-215 (2000)

51. L.C. Piccinini, G. Stampacchia, G. Vidossich, Ordinary Differential 
Equations in Rn (Springer, New York, 1984)

52. R. Ross, The Prevention of Malaria (John Murray, London, 1910)
53. H.L. Smith, Monotone Dynamical Systems, An Introduction to the The

ory of Competitive and Cooperative Systems (American Mathematical 
Society, Providence, 1995)

54. H.L. Smith, Periodic orbits of competitive and cooperative systems. J. 
Differ. Equ. 65, 361-373 (1986)

55. H.L. Smith, P. Waltman, The Theory of the Chemostat: Dynamics of 
Microbial Competition (Cambridge University Press, Cambridge, 1995)

56. H.R. Thieme, Epidemic and demographic interaction in the spread of 
potentially fatal diseases in growing populations. Math. Biosci. 111, 99
130 (1992)

57. H.R. Thieme, Mathematics in Population Biology (Princeton University 
Press, Princeton, 2003)

58. P. van den Driessche, J. Watmough, A simple SIS epidemic model with 
a backward bifurcation. J. Math. Biol. 40, 525-540 (2000)

59. P. Waage, C.M. Guldberg, Studies concerning affinity, Forhandlinger: 
Videnskabs - Selskabet i Christinia (Norwegian Academy of Science and 
Letters): 35 (1864)

60. P. Waltman, Deterministic Threshold Models in the Theory of Epi
demics. Lecture Notes in Biomathematics, voi. 1 (Springer, Berlin, 1974)

61. P. Waltman, A brief survey of persistence, in Delay Differential 
Equations and Dynamical Systems, ed. by S. Busenberg, M. Martelli 
(Springer, New York, 1991)

62. L. Wang, M.Y. Li, D. Kirschner, Mathematical analysis of the global 
dynamics of a model for HTLV-I infection and ATL progression. Math. 
Biosci. 179, 207-217 (2002)

63. G.F. Webb, Theory of Age Dependent Population Dynamics (Marcel 
Dekker, New York, 1985)

64. P. van den Driessche, J. Watmough, Reproduction numbers and sub
threshold endemic equilibria for compartmental models of disease trans
mission. Math Biosci. 180, 29-48 (2002)

65. D. Wodarz, M.A. Nowak, C.R.M. Bangham, The dynamics of HTLV-I 
and the CTL response. Immun. Today 20, 220-227 (1999)

66. J. Zhou, H.W. Hethcote, Population size dependent incidence in models 
for diseases without immunity. J. Math. Biol. 32, 809-834 (1994)


