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Mathematical epidemiology of infectious diseases usually involves describing the flow 
of individuals between mutually exclusive infection states. One of the key parameters 
describing the transition from the susceptible to the infected class is the hazard of 
infection, often referred to as the force of infection. The force of infection reflects the 
degree of contact with potential for transmission between infected and susceptible 
individuals. The mathematical relation between the force of infection and effective 
contact patterns is generally assumed to be subjected to the mass action principle, which 
yields the necessary information to estimate the basic reproduction number, another 
key parameter in infectious disease epidemiology.
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estimate infectious disease parameters. We want to provide the readers with software 
guidance, such as R packages, and with data, as far as they can be made publicly available.
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